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Identifying an Unknown DNA Sequence



To search an unknown DNA sequence;
• Directly DNA database

• Find the amino acid sequence and search via protein database

BLASTn is used for DNA database search. Searching a DNA query 
gives you the most similar DNA sequence from this database. 



I. Identifying the Unknown DNA Sequence by using BLASTn





1-Enter the given short unknown 
DNA sequence here!

2-Make sure to select 
`somewhat similar` option

3-Select BLAST



Analyze the outcome by studying %identity and e-value score.



E-Value

• E-value: Expectation value that indicates the number of alignments 
with a score that one can expect to find by chance in a database.

• E-value depends on the database size & query length.

• The closer the E-value to 0, the better the alignment is. 

• E.g.: E=1e-2 (= 1 x 10-2 = 0.01)

• The lower the E-value (close to zero), more significant match.

• Statistics of sequence similarity score


